MINUTE 5. CHANGES IN MEMBERS AND OFFICERS
B. Bruun, M. Suzuki and M. Vancanneyt have now officially retired from the Subcommittee. These changes are now reflected on the ICSP website. The present members are very grateful for their substantial contributions made to the Subcommittee during their tenures.
MINUTE 6. CURRENT MEMBERSHIP
The current voting membership of the Subcommittee is as follows: J.-F. Bernardet (Chairman; Jouy-en-Josas, France); J. P. Bowman (Secretary; Hobart, Tasmania, Australia); J. Chun (Seoul, Korea); E. Frandsen Lau (Åarhus, Denmark); B. Holmes (London, UK); C. Hugo (Bloemfontein, South Africa); Y. Nakagawa (Kisarazu, Japan); and O. Nedashkovskaya (Vladivostok, Russia). Members are listed on the Subcommittee website, which includes reference to current affiliation and contact information (www.the-icsp.org/subcoms/Flavobacterium_Cytophaga.htm).
MINUTE 7. PLANS FOR FUTURE ACTIVITIES Invitation of new members to the committee
The desire was expressed to invite new Subcommittee members, owing to the aforementioned retirements. The focus would be on those who have made significant contributions to the systematics of the aerobic Bacteroidetes. It was proposed to invite Professor Jung-Hoon Yoon from Korea since he has published many new descriptions of members of the phylum Bacteroidetes. The objective would be to ascertain his agreement well before the next Subcommittee meeting to be held at the 2017 International Union of Microbiological Societies (IUMS) conference in Singapore.
Name change for the Subcommittee Discussion was carried out to propose a new name for the Subcommittee. The reasoning was based on the fact there had been substantial expansion and organisation of nonFlavobacteriaceae taxa into well-defined taxonomic ranks including families, orders and classes. With exclusion of the members of strictly anaerobic taxa of the class Bacteroidia, most taxonomic groups in the phylum Bacteroidetes have been labelled as simply 'Cytophaga-like'. Given the advancements and rapid changes in the taxonomy of the phylum Bacteroidetes, it was believed it was time to move beyond a generalist name and to expand the Subcommittee's purview to cover the entire phylum. However, since there is already a subcommittee devoted to anaerobic Gram-negative rods (since 1966), it was considered prudent to exclude the anaerobic taxa of class Bacteroidia from this coverage. As a result, it was agreed that the Subcommittee covers in effect only the classes Cytophagia, Flavobacteriia and Sphingobacteriia.
A new name for the Subcommittee was considered and agreed upon by all members of the subcommittee. The new name was proposed to be the Subcommittee for erobic Bacteroidetes. Permission for the name change was sort by J.-F. Bernardet from the ICSP, in particular from the ICSP Secretary for Subcommittees, Professor Daniel Brown (University of Florida, Gainesville, Florida, USA).
Minimal standards
Minimal standards have been published successfully for developing a quality body of knowledge for taxa of the family Flavobacteriaceae. The Flavobacteriaceae minimal standards paper is highly cited. As of October 2015, almost 600 citations have been received thus the model appears influential. It was considered that minimal standards could be extended to other taxonomic groups. It was discussed that the minimal standards are not requirements for description of new taxa, rather they exist as a guide for describing new taxa such that they have a consistent body of information. The expansion of standards to other families within the phylum Bacteroidetes was discussed. This process was considered to be a challenge if it was to be done for all families given the large expansion in the last 12 years. This difficulty was also recognized on other levels. Often, family level ranks are not always clearly defined or indeed monophyletic, while the advancement of genomics as a tool for taxonomic appraisal has been rapid and increasingly embraced. C. Hugo indicated that metadata approaches could be more useful since they would embrace a lot of information and pinpoint gaps in knowledge. It was suggested a framework for metadata that includes the full spread of taxonomically useful information is required to develop a framework on which new descriptions of taxa could be aligned. Further discussions along this line with J. Chun and the ICSP itself seem a useful strategic approach to develop a long term structure for microbial systematics. It was proposed that this discussion be an active component of the next Subcommittee meeting with the goal to create a new concept of a minimal standards guide for taxonomy.
MINUTE 8. RECENT TAXONOMIC DEVELOPMENTS
J.-F. Bernardet provided a list of new taxa of the aerobic Bacteroidetes for discussion. The new taxa were described in the period between the Sapporo and Montr eal Subcommittee meetings (September 2011 to August 2014).
Most species description based activity was focused in the family Flavobacteriaceae but new taxa are increasingly appearing in other sections of the phylum. In the case of the class Cytophagia, it was noted there had been substantial expansion of genera in the family Cyclobacteriaceae with five genera added. A new family called Mooreiaceae, containing genus Mooreia, was added in 2013. Families Cytophagaceae and Flammeovirgaceae increased by two and three genera, respectively. Fewer additions occurred in the class Sphingobacteriia, with a genus called Arcticibacter added to the family Sphingobacteriaceae in 2013. In the case of class Flavobacteriia substantial additions and reclassification had occurred. A new family called Schleiferiaceae, containing genus Schleiferia, was added in 2011. Two new genera were added to the family Cryomorphaceae.
The family Flavobacteriaceae acquired no less than 23 genera. Several reclassifications also occurred in this family, mainly related to the assignations of genera. The crowded nature of genera and large number of descriptions has led to a number of situations where a description is rapidly superseded or requires revision due to other competing contemporaneous descriptions.
At the species level it was noted that there had been explosive growth in the number of species in certain genera. Examples include the genera Flavobacterium and Chryseobacterium, which have 94 and 124 species, respectively, as of October 2015. Some species assigned to these genera are ambiguously placed therein, which may lead to taxonomic problems. Some existing problems are noted including the situation with the genus Pibocella in which all type strains, except the type species (Pibocella ponti), were rendered nonextant due to problems with culture collection deposition. At this stage only P. ponti is considered a validly published name. The unusual situation with the species Sphingobacterium composti, in which the same epithet was proposed for two different species nearly simultaneously, is resolved by Validation List prioritiation, with Sphingobacterium composti Ten et al. 2007 having priority over Sphingobacterium composti Yoo et al. 2007 . Authors that have nomenclatural challenges due to Validation List prioritiation issues need to be contacted promptly for them to designate new names, which would then be indicated within the International Journal of Systematic and Evolutionary Microbiology (IJSEM), at least within a subsequent Validation List.
MINUTE 9. OTHER BUSINESS
MLST analysis of the genera Tenacibaculum and Polaribacter J.-F. Bernardet reported the effective application of multilocus sequence typing (MLST) to better understand the genetic structure of the genus Tenacibaculum, a marinedwelling member of the family Flavobacteriaceae that contains a number of fish-pathogenic species. Data indicate that the genus Tenacibaculum overlaps with the closely related and widespread genus Polaribacter. This taxonomic issue is intended to be solved by applying MLST data along with genomic data. Chryseobacterium research C. Hugo reported her research work involving members of the genus Chryseobacterium, including understanding their roles as fool spoilers as well as developing applications within industry. The research included assessment of keratinase activity that could be adapted for waste disposal, for example in chicken processing facilities. Other research entailed the investigation of the proteolytic and lipolytic activities of species of the genus Chryseobacterium in milk, compared with those of Pseudomonas fluorescens. Taxonomic studies on members of the genus Chryseobacterium isolated from food are, however, ongoing.
Flavobacterium-centric meetings
Meetings with specialized focus on the genus Flavobacterium were explained by J.-F. Bernardet. He announced that the fourth Flavobacterium specialist conference would take place on 27-29 October 2015 at Auburn University, Alabama, USA (run by Professor Cova Arias). As of this writing, the conference has been held; it brought together 87 participants and 49 oral communications were presented. The focus of this meeting was primarily on fish-pathogenic species but also allowed for coverage of material relevant to the broader genus and to the related genera Chryseobacterium and Tenacibaculum. The fifth Flavobacterium conference will be held in the autumn of 2018 in Nara, Japan (contact: Dr Erina Fujiwara-Nagata; erina_nagata@nara. kindai.ac.jp).
MINUTE 10. ADJOURNMENT AND NEXT MEETING
The meeting was adjourned at 13 : 00 on 30 July 2014. The next IUMS meeting, which would include the time slot for the next Subcommittee meeting, was indicated to occur in Singapore on 17-21 July 2017 (http://iums2017-singapore.com/) but will now occur in Valencia, Spain on 9-13 July 2017 at the FEMS Microbiology Congress meeting (http://femsmicrobiology2017.kenes.com/).
